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IMRT Step & Shoot ¥

Delivery: Step & Shoot IMRT

Select template to import: DEFAULT
Treatment Orientation: Head First
Beam:7 &

Treatment Unit :VersaHD
Algorithm : Monte Carlo

Energy:6 MV,10MV

Isocenter Location: Center of PTV
Prescription:73.8 Gy /41fr
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IMRT Step & Shoot =&

752 O
PTV D95%=73.80Gy
Dmax=81.18Gy (110%)

BLADDER V40Gy<60% and V60Gy<40%
RECTUM V40Gy<50% and V60Gy<30%
Rt Femur V45Gy<5%
't Femur V45Gy<5%
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2 openpatient

3 Delete Patients

PlanZz{ERL9 %

’ Open Patient

v ) X Delete Patients

[ sewr ;

" Treatment Couch »

_ Log Files
| Monaco application and patient transfer Logfiles »

Q-
o About

Load
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Monaco@DESKTOP-GSIGOQR - [ ] a X
Style v 2
f Presets: -2 ‘ i
J
: Filter(CName/IDDO—&fZ= A ]
VAN . N
CRDIAHEH]
LT DIA nJBE
Patient Selection X
Local Patient Remote Focal Patient
[ @ @ mstallation | Fiter: | |
(23 QA Clinic | -
* Patient Name Patient ID Creation DaE‘ Ce
| [RadionicsTRN*Brain 90220 Jul 24, 2015
FraxionTRN“Brain 90200 Jul 24, 2015
LeksellTRN"Brain LeksellTRN Jul 24, 2015
LtBreastZTRN BreastlLeft Sep 19, 2014
LtBreast1TRN LeftBreast Sep 19, 2014
PATIENT 2 LungTRN Jul 21, 2014
PATIENT 6 AbdomenTRN Jul 21, 2014
ClivusTRN ClivusTRN May 12, 2014
GlioLeftTRN GlioLeftTRN May 12, 2014
StereotacticLiver “TRN StereotacticLiver “TRN Apr 11, 2014
BreastTRN BreastTRN Mar 25, 2014
StereotacticAVM~TRN StereotacticAVM~TRN Jan 17, 2014
4DLung 4DLung Apr 29, 2013
OJ0A4>BEZECOT1> R
\\ —
J( =X
H B ENHY (R El
“:, i e T e ,Jw,i_‘
Treatment Couch Library Import New Data O Cancel
—0 o
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Tools Workspace Fusion Contouring Plan Options

®PlanningJ® | L
New Planz/2o w2

.t:‘ X B X |

# Mainta

)
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‘or

'11

New Monaco Plan

New Plan

Name: ITxOrientPIan Descripticn: ITraah’nentOrientation

Delivery IStep & Shagt IMRT j Select template to impart

Anatomical Site I 2l j [~ Template: DEFAULT (Rx Site: , Rx Dose: cGy, Total Beams: 1)
= [# Template: DEFAULTSNS {Rx Site: , Rx Dose: <Gy, Total Beams: 7)
[# stepAndShoot (Mumber of Beams: 7)

Scan Orientation (CT1): Head First Suping

—Treatment Orientation ( I O m— S
Monacoidx Template T2V
" Feet First |

Beaml ¢ Treatment Unit | Modality | Algorithm | 4 Energy | @ _Isocenter Location | K(ﬂﬂ)l ¥(cm) | Z{Em}| |
1 | TRMElektag0 hd Phnhon | | Mante Carlo *||10.0 MV =] | Center of GTW s 0.54 | -121.86 0.87
2 | TRNElektag0 *||Photon  *| | Monte Carlo *||10.0 MV w||Center of GTW o 0.54 | -121.86 0.87
3 | TRNElekiag0 ~||Photen || Monte Carlo > 10,0 My =] | Center of GTW = 0.64 | -121.86 0.87
4 | TRNElektag80 = Phnhon | | Mante Carlo *||10.0 MV =] | Center of GTW = 0.54 | -121.86 0.87
5 | TRNMElektag0 hd Phnhon | | Mante Carlo *||10.0 MV =] | Center of GTW s 0.54 | -121.86 0.87
& | TRMElektag80 *||Photon  *| | Monte Carlo *||10.0 MV w||Center of GTW o 0.54 | -121.86 0.87
7 |TRnElektzao | [Photon |*|[Mantecada =] [10.0mMv | ¥]|Center of GTV =|| o064 |-12188 | 087

— Port Options
= Import Beams Only
€ Retain Template Beam Shapes
€ Auto-conform Ports

Conform to: I vl Margin(cm): 0.00 & mMLC
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EH &1 CNewTmpltPlanh'

Name: NewTmpltPlan

Description:

Delivery |5tE|:l- & Shoot IMRT | Select template to import

| Mew Plan léo %d)gngTEOK :UE*I%_C‘:BOK
|

Anatomical Site lAII
|

@Delivery & Anatomical Site

TROAAT

Treatment Crientation

i@ Head First

) Feet First

VERSAHD
VERSAHD

VERSAHD

1
2
3 VERSAHD
4
S5 VERSAHD
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[] Template: DEFAULT (Rx Site: , Rx Dose: cGy, Total

Template: DEFAULTSNS (Rx Site: , Rx Dose: cGy, It
StepAndShoot (Mumber of Beams: 7)

[ Template: IMRT7Beam (Rx Site: , Rx Dose: 7380.0

gg@ﬁ%btm?>jv—h
(CFT WD

4 i

Photon
Photon
Phaoton
Photon
Photon

Bedin .z Treatment Un || Modality

-

-

-

-

Algorithm  § 27 Energy X(em! Y(cm) Zlc ™

Monte Carlo
Monte Carlo
Monte Carlo
Monte Carlo

Monte Carlo

= 10.0 MV = Center of PTV + 050 -121.7 -0.0
» 10.0 MV - Center of PTV » 050 -121.7 1
» 10.0 MV -~ Center of PTV -~ 050 -121.7 1|
= 10.0 MV = Center of PTV = 050 -121.7

= 10.0 MY » Center of PTV = 050 -121.7
n i

- o008
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Structure

Force ED
F1vo% ANT-Structure NMDED% . Relative EDIZAAALI-{ETH—9 %
Fill ED
Fr v Ant=Structure[ZxfL T, TOCTEMNSE L LI-EDM
Relative EDIZAALT={EXYE/NELVEE —Relative EDZ 3 A
Relative EDICA AL ELYELERENGES>TOCTENCHEHLIZEDZE A

Structures

Wiew: | Contoured | All | Layers

Mame : Color  Visible Volume (cm?) Type fFurce ED Fill ED Relative ED  Show 2D Outlines 2
BLADDER 352.494 | Internal = 1.000
cTv 57.345 | Internal [} [}
GTV I 43.011 | Internal = =
patient 13757.324 |External [} [}
PTV I 122,356 | Internal [ [
RECTLM 63.420 | Internal [} [}
sV 11.281 (Internal = =
<dlick
Structures | Prescription Beams IMRT Constraints Dose Reference Points
Cigk 033 - om Press start to begin stage 1 Planning Activity Max Do
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RRAY2 PrescriptionzAns

Prescribe To Rx Dose (cGy) Number of Fractions Fractional Dose (cGy)

Plan Isocenter

| Center of patient -

R Actual Dose = 7000.0 cGy ’
]cGy ' to dose at poir?ﬁ CENierDeo {nter v '
: — —| Center of BLADDER = |

Center of PTV
G Center of CTV
iption e A % Lock MU / Fx

Interest Point 2: LT FEM HEAD 9, | 25,00[ ] | 96.80|

Interest Point 3: BLADDER | ’—W‘ ] | 7195 |

Volume Isocenter — C— e ————

Plan Isocenter ' lﬂ‘ [] | 8861 |

Max Dose

Total MU / Fx | 32386

Structures L3« Beams Dose Reference Points
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RRX93 BeamsDHERET S

Beams@JPTLCI9KMC2 - [PROSTATE, Fusion Prostate, CT1, NewTmpltPlan] x
T+ b "; T ', Delete Parent Beams General |Geumetr1.r| Treatment Aids | Setup Beams
Beam Description S50 (cm) Gantry (deg) Collimator (deg)  Couch (deg) ﬁ Field Margin (cm) Asym  Width1{cm) ‘Width2 (cm) Lengthl(cm) Length2 {cm)
1 90.76 0.0 0.0 0.0 |[Auto] - 1.00 1 5.00 (%2 E.UUQ 5.00 (Y1 5.00
2 88.61 51.0 0.0 0.0 |[Auto] - 1.00 1 5.00 |¥2 5.00 Yx 5.00|Y1 5.00
3 82.20 1020 0.0 0.0 |[Auto] - 1.00 1 5.00 |¥2 5.00 YE\ 5.00|Y1 5.00
4 88.16 153.0 0.0 0.0 |[Auto] - 1.00 1 5.00 |¥2 5.00 Y2 \ 5.00|Y1 5.00
5 88.35 204.0 0.0 0.0 |[Auto] - 1.00 1 5.00 |¥2 5.00 Y2 \ 5.00|Y1 5.00
B 82.29 255.0 0.0 0.0 |[Auto] - 1.00 1 5.00 |¥2 5.00 Y2 ¥.Uﬂ Y1 5.00
7 87.83 306.0 0.0 0.0 |[Auto] - 1.00 1 5.00 |¥2 5.00 Y2 Nlﬂ Y1 5.00
<dick to add a new beam>=
BeamsDdHHa LICE
SAITHHIRT D

Structures  Prescription  Beams IMRT Constraints Dose Reference Points

Structures Prescription Dose Reference Points

Beam®:E 0. Gantry. Collimator. JawED EwREMNTES
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B[AX74 IMRT ConstraintsZi&2E9 5

Target: PTV, OAR: Patient

IMRT Constraints@JPTLCY9KMC2 - [PROSTATE, Fusion Prostate, CT1, NewTmpltPlan] X
Pareto | Constrained || IMRT Parameters Constraints || Sensitivities
Structure Cost Function Enabled Status Manual  Weight Reference Dose (cGy)  Multicriterial Isoconstraint  Isceffect  Relative Impact
W + | Thraet ELD On O 1.00 100.0 0.0
SKIN + | liadratic Overdose On [ 100 100.0 ] 0.0 0.0
N— :
<dick to add a new structure>

Structures Prescwm Beams | IMRT Constraints = Dose Reference Points

S AdiveSIiceT\ T8 | Mismatch in structure names Planning Activity |l‘.-laxD-Jse:U.UcGy

RN —HBDIGEEFRTRTRINSD

BN TGA—RAEPRTAF6EFE~TSEIZCFFEMLELELD
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« Cost Function®E

O[Structure]¥ TIEED
ANSOFv—=2H0Uv D

IMRT Constraints@)J PTLC%I‘HCZ - [PROSTATE, Fusion Prostate, CT1, NewTmpltPlan]

Pareto |Canstraifed || IMRT Parameters

| Constraints || Sensitivities

X

Structure v Cost Function Enabled

(P -|l|  Add Cost Function »
B ~ Properties

Fermowe Structure

Structures Prescription  Beams IMRT Constraints = Dose Reference Points

T om o Adtive Slice T 25 178 Mismatch

Status Manual  Weight Reference Dose (cGy)

Target ELID
Target Penalty

iJuadratic Cwerdose

Multicriterial ~ Isoconstraint  Isoeffect  Relative Impact
100.0 0.0
m 10.0 0.0

el (QBMLT=UL\BEEEFEIRT S

Serial

Owverdose DWH
Underdaose DWH
hdaximum Dose

QJuadratic Underdaose
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Cost FunctionMD#R&E

®[Cost Function]5I TIEE®D

Pareto | Constrained || IMRT Parameters

ARSI 720> 3a>z/moUw o

IMRT Constraints@JPFTLC39KMC2 - [PROSTATE, Fusion Prostate, CJL, NewTmpltPlan]

X

Constraints || Sensitivities

Cost FLIHE*I

(

Properkties

Rermove Cost Funckion

Structure Enabled Status Manual  Weight Reference Dose (cGy)  Multicriterial Isoconstraint  Isceffect  Relative Impact
W { | rargetEuD | on | B ] 100 100.0 0.0
SKIN ~ | Quadratic Overdose — — I] = 100.0 [ 10.0 0.0

Structures Prescription  Beams IMRT Constraints

Dose Reference Points

T om Active Slice T 25 T8

|Mism:

2 1 | Focus where it matters

Properties#E1R
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 Structure® BN

IMRT Constraints@JPTLC3KMC2 - [PROSTATE, Fusion Prostate, CT1, NewTmpltPlan]

[Constraints || Sensitivities

X

Structures Prescription  Beams  IMRT Constraints

Dose Reference Points

Click to add a new structure &41)w%

Pareto |Constrained || IMRT Parameters
Structure Cost Function Enabled Status Manual ~ Weight Reference Dose (cGy)  Multicriterial  Isocomstraint  Isoeffect  Relative Impact
(WP « | Target ELD On 0 1,00 100.0 0.0
| SKIN = | Quadratic Qverdose 1.00 100.0 O 10.0 0.0
<dlick to add a new structure>

T om o Adtive Slice T 25 s 1TB

| Mismatch in structure names

| Planning Activity

|Ha>< Dose: 0.0 cGy

e Structure® &

IMRT Constraints@JPTLC99KMC2 - [PROSTATE, Fusion Prostate, CT1, NewTmpltPlan]

x

[Constraints || Sensitivities

atient
RECTUM

Pareto | Constrained || IMRT Parameters
Structure eight Reference Dose (cGy)  Multioriterial  Isoconstraint  Isoeffect  Relative Impact
s|s
> A}
[ HIBR9 S Structure L THY YD | =
1.00 100.0 ] 10.0 0.0
i i

Properties

add Coskt Funckion  # &t 2dd 2 new structure >

Remove Sktructure
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Plannlng Tab : Calculation

Wortspsce  Fusion  Contouring  PanOpbions  Panning . Oufput

p Close Pian n..n.- - M Une 5 Maintan ek Bordes S et om 1:G0 - S4MU curor ) = ; -
1) Grid Type: Dose ss ==——{}———i¢
St 1 L a1t ey P P e o TEee e (e e
sZeimpon o PN e ) Senitnci st Bl et 1 e 5% Vohume i - Unas o0 i o0 | Pl
PR e, = - e e

} _D’ﬁ..}n-,.

" Calculation Properties

Optimize Calculate
'] Sequencing Parameters

« Calculation Properties (5t&A4 7 3>)
« Sequencing Parameters (BB —O I ADA T aY)
« Optimize (FxE1t) :F1ERFEEFE 2

24 | Focus where it matters O ElektCI



B2ZX45 Calculation PropertiesDHERR

r 5
Calculation Properties ﬁ

Grid Settings

Grid Spading {cm): 0.30
Calculate Dose Deposition to: |Medium - il
Force entire volume to be treated as water: [l

Grid Settings changes will be applied to ALL Rx IDs.

Algorithm Settings

Algorithm: Monte Carlo Photon Photon

Statistical Uncertainty (%a): 1.00

25 | Focus where it matters

Grid Spacing (cm)
BHEJUvRDRES
BEFEEPTIX0.2 cm, B TIE0.3 cmZEHELE

Calculate dose to (Medium or Water)

BREAERRELTYERELLTER
IH5M. KIRIEEELTELETHHD
ERZ1TD

(ZEH(ZAAPM TG1052 8)

EaER THNIEX Medium ZER
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B2ZX45 Calculation PropertiesDHERR

-

Calculation Properties

S

Grid Settings

Grid Spacding (cm):

Calculate Dose Deposition to: |Medium - |

Force entire volume to be treated as water: [l

Grid Settings changes will be applied to ALL Rx IDs.

Algorithm Settings

Algorithm:

D

Monte Carlo Photon Photon

[Smﬁsﬁml Uncertainty (%):

26 | Focus where it matters

..I

Statistical Uncertainty (%)
EUTHILAZEAIZIGEIZ. RHEMS
MMAIY% LU TICRDE TR EZITONDEETE

- Per Control Point
RHENSE
O bAO—)LiIRA R EIZERTE

- Per Calculation
RHENSE
HESRITHLTEHRTE

XPer Calculationl& 1.00%H#E5%
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42796 Sequencing Parameters DFEER

Taguereci s g Ptk Siep B Shossi AT = S patracin g P et ] AT
o Seqreeni Shapes Ciptrizadm of| Saqrmend Shaps Optrstretion
- — i ik Bmariets o Pt Bt
Dellvery'ﬁ O c i, Sagrark ferws [oelE 2000 M b of Axca:
- Hin, Seanert Wik e [ Vi oF Cortvel P e
REBEANESD
— Flancs Seaddhng Phehe = Tusget Covs Rt [WLymin's
nx <~ d~ Fir, WL | St IEL] Vi, Sugrast Mo | i
Wz # of Sagromnis Par Plaa: | = Phuma Srmsedb [Fiadaar, =
o Prask; L’ s Lracker T
L e | o Cncel
B 81 : Step and Shoot @ Lr—4r = B B2 : VMAT (D ir—trsiv o i
LS A—3 S A=A
Zagurei 1 g P s T gD == Taqanug Pusmsters Confonnd AT (=]
| Sagrient Shapes Ciplrizaion Hin. WL | Gagrant: 00
Pk, Bt )
[ cocd |
Wisa. F ol Conisal Roinks e faara |
Tasgak L Feas (MLw] ¢ = 84 - Conformal RT @ 2r =4 s
e L | o NS A—8
Flusncs frecifing Moy v
o Miax . vemp EHicincs
] illows Picwsn Ordy Sagmarts
o Carcal
B3 : dMLC @ ir—Fris St ¥ Saguencing Parveta s iR ===
1{5;"_? ) Zacawink: Shaps Cytmiialion
# Pict Bt
Tagusrcin gPerematan: [ Confamal Ar Esl Han v of feve [ 1
— - M, # of Corird Poista Far A [
] e SR SOATRISEN Hin, M P Ky CF: z
LTy . Targat B eada Ml
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e Wl g Hadary *
| | el
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Sequencing Parameters: Step & Shoot

° Segment Sh ape Optlmlzatlon Sequencing Parameters; Step & Shoot IMRT >

Bsi fﬁg %7% % E"’ ﬁ _ﬁ‘-ﬁ ' - t\\ - _Z.\ "7 I /f I\ EEJ ?E& . l / Segment Shape Optimization
T AUMGRD R L= S—h | Petseaniets

_‘/:/_‘/7\\ EEQE/“: 75&‘5%,??3%6 Min. Segment Area (cm?): | 2,000
Min, Segment ‘Width (cm): 0.50
S SO G) c:#"ll- 4 Fluence Smoothing:
Haiﬁ'“:ﬁlaﬁﬁ i%j]l] (5@%;“7% Uﬁb) Min, MU | Segrment: 4,00
E"’E 0) |:I|:|I:| E I-E_l J: Max, # of Seaments Per Plan: 250
i7Z] ng- H# F'Eﬁ ;‘Jﬁ {]/\ V| Park Leaf Gap Under Jaw
S R
MU N4 S A REMEHY
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Sequencing Parameters: Step & Shoot

° PIlOt Beam|ets Sequencing Parameters: Step & Shoot IMRT

SSOG)?OD 2 X CPilot Beamlets%{’ﬁﬁ‘i V| segment Shape Optimization
L/s HEEE{E@%jL_jOEP‘:{ﬁHq?—%):t-C\ [V|Pilot Beamlets

&Z%Af{ﬁﬁﬁ é;hj'tl}\é *”FHEJ'-E‘EERAM Min. Segment Area (cm?2): Iﬁ]
%%j{’[t?’é Min, Segment Width (o) 0.50
. luence Smoothing:

+ Min segment Area rluence smecting
- e = . . Min, MU [ Segment: 4,00
E-I-FE'-—GE!F%\‘_C‘;*LéEi/J\’IZO )(?/ I\lE‘E‘ ETJ-E], Mazx, # of Segments Per Plan: 250

* Min Segment Width (cm) (V] Park Leaf Gap Under Jaw
AR R/ A ME

0.5% HE#HE
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Sequencing Parameters: Step & Shoot

° Fluence Smoothing Sequencing Parameters: Step & Shoot IMRT
Haiiﬁ'ltd)%_ﬁril}%(:j%(, \TC. TILITARD V| segment Shape Optimization
Z .L\ - :) ) 7\ i m EE % ﬂ-ﬂ] {ﬁﬂ /| Pilot Bearlets
Min. Segment Area (cm?2): 2.000
e Min MU/Segment Min. Segment Width {cm): 0.50
> = i = luence Srmoothing: b |
BT AR THFBINGRAMUE | e i ]
Uttin. MU / Seqment; 4.00

 Max. # of Segments Per Plan
Maz, # of Segments Per Plan: 250

703?/':?‘1 L,—Cgtl:géh%)ﬂ%j(tﬁ\)‘) I\%;& V| Park Leaf Gap Under Jaw
T 74 LN T250hVER TE LY
T 7AIVET XESNTLD -

 Park Leaf Gap Under Jaw

FACf-Leaf# 7L TR YT AHICEET S
(KYShEMLGET A D MER R EEIZE D)
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Fluence Smoothing

WAL

Medium High

Off/ LowZEIR-BE|EE T A RDMER SN A E[HEEHY
HighZ:ZIR-FTEDEMNMET I HrlEEEH Y
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Optimization

- : P
Optimize Optimize

. > 5=
ERBERE2 DD &k Optimize Calcutate o= Calculation Properties
Fluence (55— &) &1 sequencing Parameters
FS Pencil Beam™T I
Beamlet WeightsZ gxi@E 1t :‘ f%ijﬁﬂ:%—,ﬁ’x"llﬂ‘ﬁé
Segmentation (58— EXf) 5 FEYtvk
Monte Carlo (or FSPB)T ?» RRFTHEEZTTED
Segment Weights& =& 1t p| MEORBEILTILEHT, ROBEEA
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Optimization P
Hl# e FadE1E

BHIDENSHNT-BEIIRFILTAEET A4
REIWTADRINIEZBECAHF BT BBt
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|
Optimization ’
sE{tD70ER
Grid Spacing (31& 7 1)wk) DIEM 5. StructureZVoxeldt
VoxellZxfL THIFIZH TS
VoxellZx 9 HHlH [T EREFEDFHNRENTETHENH D
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Optimization »
mEkDOT0ER

BeamletZ &£ K9 5, Voxel DI EHKES,
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Planni

jorkspace  Fusion

Contouting  Pran Options

% tontesn - W z . > 3 - ) -z MY urs
%, Detete Beom « B ) B ]
Edit . L

F = Caleulation Properties

(

Penning . Output

ab: Grid Type

Optiwiee, Catiatee S5 702V || T e R | Vokase

|
D]
§90
£id
i1
£

api
fstatus ]

|
|

« Dose #RE (Smoothing)

| Structure GTV

: Grid Type: VOI Occup ~

-

+ Dose Raw ##&(SmoothingfEL) = = L

&

| Dose Raw

| Dose
 Electron Density BFRE =
y Electron Density
* VOI Occupancy VOI Ocoupancy
CF Qccupanagy
¥& T D Structure M Voxel 4k BE varation

* CF Occupancy

Relax Response
CF Sensitivities
Statistical Uncertainty

Beam Statistical Uncertainty

& 7E ) Cost Function®Voxel{k &

* Variation
FETEDCost FunctionZ LTk s 1-&=
HLEDESGVETRT

~)

Dose

Figure 9-6: Cost Function Variation- Serial
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DVH Statistics

[ DVH Statistics

00 0 DACEe 0 0 0 g Plan Options Pla g Outp
i - i @ o5y ‘ | ‘!@ W | ¥ DVH Properties
1.0 EEREH
- Ul S : [ Structure Combination
Scan and Setup Import Fluence Show Dose Assign Treatment Aid Image Beam

u
Reference Positioning Device Statistics Extents CTto ED Display options || Viewsr Summary || [% DVH color setup

Pia ) Jptiona Review IV

7z

AN

Volume
of Interest

‘DRR

B ' DVH Statistics (Total Volume) @DESKTOP-KFAU165 - [PROSTATE, Fusion Prostate, CT1, box]

IStaﬁsﬁcs i)isplayl

Structure Volume (cm?)  Min. Dose (cGy) Max. Dose (cGy) Mean Dose (cGy) Cold Ref. (cGy) Volume < (cm?)  Volume < (%) HotRef. (cGy) Volume >{(cm%)  Volume > (%) %
BLADDER 354.672 121.8 7181.8 2409.4

PTV 122.304 6725.1 7264.8 7028.7 6875.9 116.189 95.00
RECTUM 63.627 661.2 7142.9 4838.7 6000.0 21.874 34.38

# ° DVH Statistics (Total Volume) @DESKTOP-KFAU165 - [PROSTATE, Fusion Prostate, CT1, box]

Statisticsl Display II

Statisticsd 7 [CERR

Structure Enabled J High Dose Ref. (%)  Min. Dose Ref. (%)  Heterogeneity Index Dose of Interest (cGy)

BLADDER 5.00 95.00 40.48

CcTv O 5.00 95.00 1.03

GTV O 5.00 95.00 1.03

PTV 5.00 95.00 1.04

RECTUM 5.00 95.00 4.48

SV O . -

= 8 Displays J TF 1 v % AN1IZStructuredd*
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DVH Properties

Tools Workspace Fusion Contouring Plan Options Planning Qutput
& i - @ 3y ] + @ = ["@ DVH Properties | DVH Statistics f*\
- - 1.0 sazzaag
il L &) B [ Structure Combination S
Scan and Setup Import Fluence Show Dose Assign Treatment Aid Image Beam " Volume
Reference Positioning Device Statistics Extents CT to ED Display options || Viewer Summary || [12 DVH color setup of Interest
4 Plan J e Optional . 3 ‘Review 2 S DV DRR
'
DVH Properties ﬁ
( Diose Maximum ) Display Volume As ” —
*ﬁ EH 0) J: BE i@ Plan Maxirmurm (@) Percent (™) Absolute mim 0) i 7N
i) User Specified | E000.0 Gy
\_ ) Volume Maximum
'\
E @ L) % @ ( Gridstyle N\ [l User Specified I 100,00 % miﬁ 0) J: BE
R
O N/O F F Horizontal Vertical -
\_ ) DVH Line
Grid Line Style Thickness(pixels): I 2 %7? 0) ;s: é
{©) Solid
() Dashed " DVH Resolution oo -
4 \ﬁ” )
E Flg; L) %7?0) @ Dotted Resolution {cm): I 0.30 o Fﬁﬁ 77 A% Be
%? * ") Dash-Dot \
. E () Dash-Dot-Dot {* Dose Bin
o I=WAN: 72
() Mone Bin Width (cGy): I 10 %EE 7 ﬁq: BE
\.
Ok { [ Cancel ]
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ColorWash
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; FITVIZAND
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10000 % = | 7000.0 cGy v .F!elallve Mode

Custom || save as
D 3D

-| 105.00 l_—vﬁw—"l G
-] 10000 | o lw—v/ G
[ s l_—VJ W 3
|_|| %000 | o lw—v/
|_|| 80.00 l_—vﬁw—"l
l___" 000 |— o lw—v/
-| 60.00 I—VJ[W—VI G
-l 5000 | o lw—v‘ G
- — ] e
-| 3000 | o lw—v/ G
Al 0 Off
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IsoLlned)Structureﬂ:.

/ = [ 70000 | cGy v IRelahveMo ISO LI nei‘%/_.ﬂ\ @5 (I \ (j:
o e Isolines(CF TV IOMADTNDE

5 @ Structure& U CERR CE X I
I e T

-I 100.00 ‘_ V“W |G Create Structure from Isodose X

\ New Structure Name:

100.00%

= — |+ -

(= — v
Structure Color: _

80.00 [E— L v
u[ ‘ ” | Isodose Value Being Converted:  100.00%

X l_ v”W V| Symmetric Margin: I 0.00 m
-I 60.00 l_ o[w vl@ Minimum Volume: l 2.000 em?

-I 50.00 l_ v“w VI G Number of Contours: 30 contours, on 17 slices.

-I 40.00 l_ v“w VIG Number of Non-contiguous Volumes: 1

Total Volume of New Structure: 137.891 cm®

W — e

| All 20 Off | All 3D Off

Total Volume to Be Discarded: 1.955 cm®

e | C)Elekta
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IsoLine@Template

[1o0.00 % = [ 70000 [cGy v [ Relative Mode

|Custom v || Save As | I

D 3D

| T
e — e
s — e
I — -
I R — T ©
] R T ©
W — | G
W — e
m e
I E— T«

aor
Thickness % r—5 -

Isolines
= -
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(10000 % = 70000 cGy v [4Relative Mode

ICustom

Save Template As

{[avens]

Template Name: lpercent

Template&E U C
FREFEETEET

Save Cancel ]
|sodoses a X
(10000 % =| 70000 cGy v [ Relative Mode
percent v || Save As
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Default
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B[AXH7 IMRT ConstraintsZ#m$Ed 5

RECTUM, BLADDER 7%Zz&Z1E
o« BIENTGA—FEHRATAIF6E~FSEIZCFEERTELELLD

Constraints

Sensitivities

Pareto | Constrained || IMRT Parameters

Structure Cost Function Enabled Status Manual Weight Reference Dose (cGy)  Multicriterial Isoconstraint  Ispeffect  Relative Impact
M FTv - | Quadratic Overdose on £ 17.15 74800 20.0 0.0
Target Penalty on | 1.00 7380.0 0.0
O] [RECTUM ~ | Parallel on & 1.00 4000.0 El 50.00 0.00
[ [patient + | Quadratic Overdose on = 0.03 7380.0 E 2.0 0.0
«dick to add a new structure =

Structures  Prescription  Beams QLGRS EBicid8 Dose Reference Points

45 | Focus where it matters O E|ektCI




RAV8 RREFHmET S

- Relative Impact®ENMNZWNEE, SBUOHEIFIA M- TLNVS
s Bt RIZHIFZIEFIT 515 E —Isoconstraint DIEZ#RE

IMRT Constraints
Pareto .Eunst:aineg

Structure Cost Function Enabled Status Manual Weight Reference Dose (cGy)  Multicriterial Isoconstraint j Isoeffe Relative Impact

PV + | Target EUD 0 [&] 1.00 7330.0 7554,
Quadratic Overdose O [ 100 7500.0 200.0 201 ++++

[0 [RECTUM ~ | Serial 0 [ 1.00 & £000.0 5952,

Serial on 0 1.00 O 4500.0 4492,

[]|BLADDER Serial fo! [&] 1.00 0 5500.0 5165,
[|patient Quadratic Overdose 0 [El 1.00 4500.0 E 50.0 50. +++

Quadratic Overdose 0 (&l 1.00 7380.0 (& 3.0 0.

<dick to add a new structure >

Structures  Prescription Beams IMRT Canstraints  Dose Reference Points

» |soeffect, Relative Impact®D Bz A7 hVbIsoconstraintDEZ
mELTHELELD
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Optimization Console

Number of monitor Units(¥2MU)
Estimated Total Delivery Time(§4;8 & B 8)

2 Optimization Concolecpe-mon [Headandreck, Patient HAN, CT1, MonP Land ]
flke Edit view
[ nuto Update [ Auto Scroll [] Always On Ten
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Time ™
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F‘a @Elekta-PC - [PROSTATE, Fusion Prostate, CT1, MonProstate]

“o FRAFED)YY

X Delete Patients

u
n Save Plan As

ave Template

| 1s 3 Save Template As
n Save the active template as a new
template for future use

& Setup

"W Treatment Couch 4

. Log Files
l Monaco application and patient »

¥ transfer Logfiles

Q-
9 About

_- il = 2

89.97 On v Off
82.78 On v Off
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Beam weight
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T TL—rDHIBR

Monaco L ClET 7L —FDHEIBRAA Al 5E
—Windows EIZRTFESINTWBIT7AMILEHIBRT 5

TUOTL—FRRESNTWNAI7AILDIEFR
C:¥Users¥Public¥Documents¥CMS¥FocalDataA
MonacoTemplates 74 LA IZRFESNTWNVET

XT R My |IZFocalData®D > a—r vk hHYET
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- TUIL— L OEIREBYET. /

GE) HlIBRr 9 BHiII“MonacoTemplates7# /LA
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IMRT-dMLCEE®E




IMRT-dMLCZ=&

Delivery:dMLC

Select template to import: DEFAULTAMLC
Treatment Orientation: Head First
Beam:7 &

Treatment Unit : VersaHD

Algorithm: Monte carlo
Energy:6MV,10MV

Isocenter Location: Center of PTV

Prescription: 73.8 Gy /41fr MEHNERATIF11E
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TR

A1 ,
New PlanZ{ERL 9 %

BRD2
PrescriptionZz Af1%

X3
Beambs’éﬁﬁﬁ'd'é

R4 -
IMRT Constraints#s%E 9 3

AR5

Calculation property D g2

R2R6

Sequencing parameterDfEE
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Sequencing Parameters: dMLC

e Max # of Control Points Per Beam

dMLCT SV TEHFARSNDE—LH-YD
ERavrO—)LiRA R

XEEE: S&SDSegment#+5

 Target Dose Rate (MU/min)

dMLCEHE F /= [EDCATEHEZEET S
GEICERT HHRER

VMATTILSSOIZ &> THlEEn S
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Sequencing Parameters: dMLC

V] Segment Shape Optimization

V| Pilot Beamlets

Max. # of Control Points Per Beam: ] 20]

Target Dose Rate (MUfmin):

Min. Segment Width {cm): ] 0.50

Fluence Smoothing: ->:< 0.5(Z T %) g & j{_ 1:

V| Max, Sweep Efficiency

V| allow Move Only Segments

[ oK l [ Cancel
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VMATEE®) Prostate




VMATEEQ Prostate

Delivery : VMAT
Select template to import: dAMLCEE T/ERLT=2.D
Treatment Orientation: Head First
Treatment Unit :VersaHD
Algorithm: Monte Carlo
Energy:6.0 MV

Isocenter Location: Center of PTV
Prescription: 73.8 Gy /41fr

Gantry Start 180 Arc360 Inc30~40

BEFINIEIRASAIK11LE
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TR

A1 ,
New PlanZ{ERL 9 %

BRD2
PrescriptionZz Af1%

X3
Beambs’éﬁﬁﬁ'd'é

R4 -
IMRT Constraints#s%E 9 3

AR5

Calculation property D g2

R2R6

Sequencing parameterDfEE
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Increment (A9 A R)

[Beam]DEIHE C35E 93 Increment (CDUWTCERBBLFET .

Beams
Beam Description $SD(am) D GantryStart  Arc Colimatr Couch 47 Fed  Margn(om) Asym Widthi(am) Width2(mm) Lengthl(am) Length2 (o)
| 1| | 9:.31|cw | m.o| J@'.o| 3o.|:-| 3 n.o| n.n|m] | 1.m| o ||.w m.nu|nw zu.m|u a.no|u. 1&9)|

CCTCHEETHHETE—LEEII—IZHE|TS
U 2—8ILArc/IncTEH NS,
f51) Arc=360° , Inc=30° DiFE w42 —%#12 (245

Increment® & E TMonacolZ 7L TV AT %
HEEXES)

HRDEI28:8 ~ 14
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Sequencing Parameters: VMAT

b MaX Number Of AI’CS IrE-e:::u.,lenn:ir"ug Parameters: VMAT ﬁw

7 7 jt 0) H_k IE Eﬁﬂ%i%-d_ || segment Shape Optimization
*Eﬁﬁajoa‘/-t[iz%*ﬁ (ni%HX7’rl\66§) || Pilot Beamlets

* Max # of Control Points Per Arc T —
VMATDOE“/"G#F%_':?*L%T'—Q%]": Ud Ui, # of Control Points Per Arc: , 150
Haij(:P/ I‘l:l —)lﬁl‘f'f‘/ F’ykﬂ Target Dose Rate (MU fmin):

12575‘\5)1% E/‘]fdtf:&)s Start Valuetb-tj:ﬁé':é l Min. Seament Width (cm): , 1.00

X%%E Slmple 75_100 Fluence Smoothing:
COmp|eX 100'150 g(TZOOEE Constant Dose Rate

VMAT TIZSSOIZ &> THlfHIch B,

Elekta 120~360 ,Varian 400(3 Arc)~600(2 Arc)

* Min Segment Width (cm)
STEREEZRBIED/INT+—I U RE/DH=0
SSOf#E M I%1.0cm%EHEE

* Target Dose Rate (MU/min) oK
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Max # of Arc
e 1Beam 2Arc TEHREL-EZA
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QA Plan®D{EY A

New QA Plan

Tools Workspace Fusion Contouring Plan O
— I1‘CI|:::5|E:F‘Iar1 %, Mew Beam ~ " ~
[ 1
+ -J"DeleteF'Ian T, Delete Beam :

Mew

Flan ., Edit Ports
| ]

-J'r If“fzw Maonaco Plan
*  New Sim Plan XM s Tl kS5

g'}, Mew QA Plan
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{Eam OFF
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QA PlanDED A I(C(F21EDHDET,
[Plan] Z-[New Plan]-[New QA Plan]

Workspace Control TG/ Uw
New QA Plan]

F i S| I L]

----- {El nanat T
----- - (] F'n:us% g
E@% CT10 Load/Activate
=R 1%!" 350 Load inte Planning
P A0 _ :
5@ CT11 Load into Plan Review
= #y 550 Unload
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QA
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A

I

Mew QA Plan
. N

LAt

[Trainingl:linic: PROSTATE: CT1

-

7> hADCTT—53ER
FIEMEETEICTES

Studyset Orientation{CT 1): Head First Supine
Treatment Plan Qrientation(ProstVMAT): Head First Supine

Select Studyset Crientation for QA Plan: (@) Head First
Reset Beams to Mominal Angles
] Gantry [ Colimataor [ couch

(™) Feet First

Reset all

Y Calc Vol Grid Spacing {cm):

0.3

.30

Algorithm: [Monte Carlo

)

Statistical Uncertainty (3%)

5.00

i@ Per Control Point

Calculate dose to

(71 Per Calculation

- : Medium /

Include Beams from Rx ID:

@a )

QAT = > dorientation
BE., BEENESSDEE
EBDt\jjzhAﬁ%k
B UBE CH DT,

H2 RU—PHIFZ0ETE
ARREELTZWESEFT VD
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QA PlanD{EY A

EXDITY M AEZ (S ?

Mew Q4 Plan

QA Clinic: ArcCHECKCMS: CMSArcMECK

QA Clinic: ArcCHECKCMSCouch: CMSArcCHECKCouch

QA Clinic: Delta4: delta3mm

QA Clinic: IMRTslabPhantm: IMRTheterLlbon
QA Clinic: IMRTslabPhantm: IMRTheterolUMNG
QA Clinic: IMRTslabPhantm: IMRThomolUNG
QA Clinic: MonacoPhantom: 30x30x30

QA Clinic: Octavius4D: VirtualOctavius4D

QA Clinic: MapPHAMZ: MapPHAM2

QA Clinic: VirtualArcCavity: ACnaPlug27cm
QA Clinic: VirtualarcPlug: ACPIug27om

QA Clinic: VirtualDelta4: VirtualDelta4

QA Clinic: VirtualMatrixX: MatriXMult

QA Clinic: VirtualOctavius: VirtualOctavius
QA Clinic: VirtualPTW4D: VirtualPTwW4D
ini inic: PROSTATE: CT1
TrainingClinic: PROSTATE: CT10
TrainingClinic: PROSTATE: CT11
TrainingClinic: PROSTATE: CT2
TrainingClinic: PROSTATE: CT3

i1 TrainingClinic: PROSTATE: CT4
TrainingClinic: PROSTATE: CT5
TrainingClinic: PROSTATE: CT6
TrainingClinic: PROSTATE: CT7
TrainingClinic: PROSTATE: CT8
TrainingClinic: PROSTATE: CT9
TrainingClinic: PROSTATE: CTClean
TrainingClinic: PROSTATE: MaonacoPhantom

QA Clinic(CE A U TS StudySet
T (FUASZ h—ILOEDESD)

< dDPatient(CfE 9 SStudySet

Ok

][ Cancel ]
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QA Plan D{ERK
QAPlanZX 9 5H¢E......

Workspace@Elekta-PC - [ProstateContou, Prost... X

QARBICIEELIZ T 7> RAT—aH

- — L 2 il
. : | BEIAI)IAYICIE—=nNFET,
Image Fusion Planning Plan W
-5 Study 14068 —
& a8 CT1 QA Plan(C(ZBE#M [CIROZRTNMTEE T,
. |~ . — s — ~
=-[ | 4 S5_CT1 1 (B—TJ93&LE(CRMZEZIADBNET)

=I-{kl] myFirstPlan /
&

load || Urload || Unloadal
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QA PlanD{ERE (BBeam DMl &)

| Beam visibility B X (e ec i ssscec © sos -

ent Unit not apprwld for Clinical use:

Flan/Hx/Beam |

R Q&

M\ (2) o 30x30x30 Kb SS 30x30x30 [ Plani-QA1

-

Ent Unit not approved for Clinical use:

ZBeamz i 9 DRI,
i 9 BBeam®DH CF TV I TS

Interest Points & Markers@TC01 - [PROS Fusion Prostate, 30x30x30, Plan1, Plan1-QA1]

m* ¥{om) Y ({om) Z(cm) Description ( Totsl Dose (cGy)  Mean Dose(cGy)  Min Dose(cGy) Max Dose(cGy)  Standard Dev(cGy)  # Grid Points

Mew Interest Point | |y 0.00 0.00] 15.00(ssD 21.7 21.7 0.0 41.8 12.6 2
12 0.00( 0,00 10.005em 65.3 65.2 4.5 65.9 0.4 2
13 0.00) 000 50010 49.3 49,3 45,2 50.3 0.3 1

Jump to Paint 14 p.00| 000  0.00[1S0 37.4 37.4 37.0 37.3 0.2 z
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Interest Point&Marker CEE{f

2R L@

)

Tools Workspace Fusion

£ Zoom Area

@ Qe N

Zoom Volume Jumpt
Cursor Point...~ T Reset ~

Pan

Contouring

# Magnifying Glass

<)) +P 3D Translate XA
- <& 3D Translate X/Z

Rotate

Plan Options

Monaco@DESKTOP-KFAU165 - [PROSTATE, Fusion Prostate, CT1, MonProstate]

Planning Output
Affects: Window: 600 * |Presets:
CT ~ilevel: |40 3 |SoftTissue

Window

and Level (Y] Apply to same type [y Save As Preset

‘ ," Measure Tool

% l g Remove Measures

Grid >

\ Grid Editing

Contour

Tools

Show Interest Point
Show Markers

Autosave

and Markers

Interest Points

mage Anatomical
Yatistics Groups

Interest Points & Markers@DESKTOP-KFAU165 - [PROSTATE, Fusion Prostate, CT1, MonProstate]
I SO DI 7 | ID X{m) Y(m) Z{cm) Description Total Dose (cGy) | Mean Dose{cGy) MinDose(cGy) Max Dose(cGy) Standard Dev{cGy) # Grid Points
e 1T 0.54| -121.85 0.66 |CTV 7719.2 7691.7 7542.1 7760.4 42.5 9
New Marker 12 9.79| -120.66 -0.38 |LT FEM HEAD 1925.0 1908.3 1821.2 1962.6 28.7 7
13 0.07| -117.06 3.72 |BLADDER 464.2 485.6 354.0 819.4 93.9 8
Jump to Point M1 0.08| -120.06| -0.15|CTiso 7593.3 7585.7 7491.6 7715.7 51.6 10
Delete
=
Z DEOARE
/N KER
Radius: | 0.50 cm
Volume: I 0.515 cm q a
AN Y
Mean Dose COOiMiiZHERZ UE Y
&Point designations may not match those in XiO. Print Done
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Monaco IMRT kL—=24

User Name : monaco
Password : focusl TMonacoZ Z{E <=0y




VMATEEE® HnN




VMATEEE® HnN

e Patient ID: HnNPIlan - HnNss

* Delivery:VMAT

« Select template to import: DEFAULTVMAT
« Treatment Orientation: Head First

« Treatment Unit : VersaHD

 Algorithm: Monte Carlo

 Energy:6.0 MV

 |Isocenter Location:Center of PTV TOTAL
* Prescription:66.0Gy /30fr

* Gantry Start 180 Arc360 Inc30
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VMATEE@ HnN
752 @5

PTV66 D95%=66 Gy & D20% <A AEEMD110% (=72.60Gy)
D99% > A #RE D 93% (=61.38Gy)

PTV60 D95%=60 Gy & D20% <ALHE=ED110% (=66.00Gy)
D99% > A #RE D 93% (=55.80Gy)

PTV54 D95%=54 Gy & D20% <A E=ED110% (=59.40Gy)
D99% > AL G #RE D 93% (=50.22Gy)

Brainstem D, ax=54 Gy
Spinal Cord D, .«=45 Gy
Parotids D0 <26 Gy (EBHLMFA)

X% V30GYy<50% (EBoLhHA)

XI& 20 cc<20Gy (EEEET) )
75 | Focus where it matters O ElektCI



To1ER
ﬁ W7 lanZz{ER 9 5

A
gresi:rlptloné")\hé

e XARJ3
gea?ns’&ﬁﬁ R IS

« AXJ4
Calculation property D2

« 3RY5

Sequencing parameterD &2

76 | Focus where it matters O E|ektCI



BAXI6 IMRT ConstraintsZi&E®9 5

Target: PTV66, PTV60, PTV54
OAR: Patient

IMRT Constraints

I * Pareto .Ennstra.i.neg| IMRET Parameters .Ennstrai.n’g

Structure Cost Function Enabled Status Manual  Weight Reference Dose (cGy)  Multicriterial ~ Isoconstraint  Isoeffect R
Il FTves = | Target ELD on [ 1.00 6600.0 0.0
Quadratic Overdose on &l 1.00 £700.0 100.0 0.0
[ FTv6D ~ | Target ELD on [ 1.00 £000.0 0.0
Quadratic Overdose on [l 1.00 £100.0 100.0 0.0
] [FTv54 ~ | Target ELD on [ 1.00 5400.0 0.0
Quadratic Overdose on [ 1.00 5500.0 100.0 0.0
[Cjpatient  ~ | Quadratic Overdose on = 1.00 5400.0 ] 10.0 0.0
<dick to add a new structure =

o BHENGA—FEHRATIF6EFE~ESEIZCFEEMLELLD
« LayerDfEZRZLFELELD
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R/ RX47 Structure CombinationDYERL

ERRT HEHD:PTV60-PTV6E6

[FE R
« IMRT ConstraintCIZ{ER =740
« PlanZEALAE4ERLT-Structure CombinationlZBZ TLES

% HnNss k% SS HnNss [ HandN Structure Visibility

Structure

patient

PTVS4
PTVED

PTVEO-PTVER

SPINAL CORD

[E1] HandN

statstics | Display |

Structure Volume (cm™)  Min. Dose (cGy) Max. Dose (cGy) MeanDose (cGy) ColdRef. (cGy) Volume < (am”)  Volume < (%) HotRef, (cGy) Volume >(tm?)  Volume > (%) %inVolume IsinSS  Heterogeneity Index Conformity Index
PTVEG 42,956 5346.9 . 6128.2 . 40.808 95.00 100.00
PTV54 102.538 5301.9 3 5604.3 . 97.411 95.00 100.00
FTV&0 205.254 5264.3 3 6027.0 . 41.051 20.00 100.00
patient(Unsp. Tiss.) 12142.920 1 L 524,3 97.29
PTVE0-PTVES 162.878 . 3 5998.7 . 154.734 95.00 100.00
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Structure Combination

Tools Workspace Fusion Contouring

Plan Options

Planning Qutput

+ -~ 0.0 4 m [ DVH Properties
R~ =l ) Ao b | ),
: “ ||| [ Structure Combination
Scan and Setup Import Fluence Show Dose Assign Treatment Aid Image Beam
Reference Positioning Device Statistics Extents CTto ED Display options || Viewer Summary || [2 DVH color setup

| DVH Statistics Z

A

Volume
of Interest

‘DRR

 DVHDEEMNTEET,

”
Structure Combination Editor

23|

Make new combination

f Review /delete combinations \

N ESHER

Mame of new structure

FTVMargin

GTY - ] [Prustateﬂnly - ]
|:::| + |_| - |_| =

PTV - PTV -

GTv SV

BEFEADEEH

prv—

.

J
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a+

a -

(HElekta

79



AAX48 IMRT ConstraintsZ#¥m$Ed 5

Brainstem, Spinal Cord, Rt Parotid, Lt Parotid #:&%3&5n
¢ BFENTGA—FEN6BE~TSHBICCFEEMLELELD

IMRT Constraints 4 |
Pareto Constrained | IMRT Parameters seonstraints,| | Sensitivities
Structure Cost Function Enabled Status Manual Weight Reference Dose (cGy)  Multicriterial Isoconstraint  Isoeffect Relative Impact

W [FTves ~ | Target ELD on [H] 1.00 8600.0 0.0

Quadratic Overdose on [ 1,00 6700.0 100.0 0.0
O [FTvao ~ | Target ELD on =] 1.00 5000.0 0.0

Quadratic Overdose on [ 1.00 6100.0 100.0 0.0
[][PTvs4 + | Target EUD on [ 1.00 5400.0 0.0

Quadratic Overdose on [ 1.00 5500.0 100.0 0.0
[]|SPIMAL CORD | Serial On [l 1.00 = 4500.0 0.0
[l BRAINSTEM  ~ | Serial on [l 1.00 ] 5400.0 0.0
[ RTPARCTID  ~ | Parallel on ] 1.00 3000.0 [&] 50.00 0.00
LT PARCTID - | Parallel on [ 1.00 3000.0 El 50,00 0.00
[ |patient - | Quadratic Overdose on [l 1.00 5400.0 El 10,0 0.0

<dick to add a new structure =
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« EM
PTV60M QuadraticOverdoselZShrinkMarginZziB 019 %

c ER2
PatientlZQuadraticOverdoseZiE/Nd 5

« ER3
Parotidd Parallel[Z [Optimize over all voxels]Z & FF

cED
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e RN

RIEILARI—AIZ ﬁ;ét

[Clear all voxels below a minimum value] ZE A9 %

IMRT Constraints
4 | Pareto Constrained | IMRT Parameters

Structure

Cost Function

Enabled

FTVEG

]v | Target ELID

Add Cost Function

FTV&0

* | Properties

Remowve Structure

[

FTV 34

':#:

ESELT=U\Structure MECAT
89099

Bl FARUIW  « | Paralel
- LTPARCTID  ~ | Parallel
] |patient = | Quadratic Overdose

(]| <) 2 | s e | e ] T

cture

Clear all voxels below the Minimum CT number: 700
(Used for creating structure volumes.)

Display Total Volume DVH
|| Auto Flash {cm): 0.20

Do Mot Store Dose

Avoidance

Ok, | Cancel |

82 | Focus where it matters
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# B IMRT Parameters

IMRT Constraints

4 | Pareto Constrained] | IMRT Parameters
] Minimum CT Mumber: 200
Structure Cost Function Enabled Status M Use with Clear option.
W[FTvss ~ | Target EUD On | . ————
Quadratic Overdose On Auto Fiash Margin (am): 0.20
] PTv&0 ~ | Target ELD on I
Quadratic Overdose On Surface Margin (cm): 0.30
[]IPTVS4 ~ | Target ELD On
Quadratic Overdose On | Beamlet Width {cm): 0.30 |
[]|SPINAL CORD  ~ | Serial On |
Il BRAINSTEM  ~ | Serial on R Normal (8mm) -
[ RTPARCTID  ~ | Parallel On
I |LTPARCTID  ~ | Parallel On : :
[] |patient ~ | Quadratic Overdose on Avoidance Margin: Marmal {Smm}) -
Bias Contribution:

=3k
EIRINTGA—FEHDRASA 31 B~

‘ [ QK J | Cancel |
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SBRTEHE

Patient ID: LeftLungSBRTTRN

Delivery : VMAT

Select template to import: VMAT Training

Treatment Orientation:Head First

Treatment Unit :VersaHD

Algorithm :Monte carlo

Energy:6.0 MV

Isocenter Location:Center of LL_PTV (ZEffi®dD Target® )
Prescription:54 Gy /3 fr

Gantry Start 340 Arc200 Inc20
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SBRTEE
752 DEEE (PTV)

-Heterogeneity (¥3—1%)
Hot spot (125%)BPTVHILZHY . OARZ #EITTULVS

-Conformity (— )
Prescription dose®105 %L _EAPTVAIZ
IRF-THY., BB EEMREEZEITTLDS

- Target Dose
I5NIREMNPTVEN/N—L TS

-Gradient (BAJER)
PTVMG2 cm®D R4 THREHY50 %I
HHoTULVA
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SBRTZ=HE

725 D& (OAR)

Ribs V30.0Gy <30.0cc
Chest Wall 2cm V30.0Gy =70.0cc
Total Lung- LL_ PTV V12.0Gy <1000.0cc
Heart V24.0Gy <15.0cc
Spinal Canal V12.3Gy <1.2cc
Esophagus V17.0Gy <5.0cc

XDVH® Structure CombinationmM A ETY,

87|F ooooo here it matters OElektO



BZX91 LL-PTVICEFHEZAYHTS
(Force EDTCER5E) :

C i
Tools Workspace Fusion Contouring Plan Options Planning Qutput Im a g E-

h / ] : : : : - ¥| Show Interest Points
e i LD zoom Area 93D Translate XY | gl Affects Window: 600 % Presets & Measure Tool rid ++H . =
S Q:'- B ® = Magnifying Glass & 3D Translate X/Z R CTL_Clean2 - Level: 40 = | SoftTissue v | % Remove Measures Grid Editing | | Show Markers II" Statl Stl CS
Pan | Zoom |Volume Jump to 3D Window —- Interest Poi Image atomical
Cursor Point..~ T4 Reset = Rotate and Level ¥ APply to same type [y Save As Preset Contour Autosave  3nd Markerl |Statistics| f§Groups
. Masiat Al aual Tool .
Waorkspace i Image Statistics@IPTLFZKZTP2 - [LeftLungSBRTTRN, LeftLung”~SBRT, CT1_Clean2] [ = &J
-
Image Fusion CT1_Clean2 Show Imaqge Statistics For Other Loaded And Registered Studysets YOI Diameter {cm): 10.00
[E-423) Study CT 40|
am% Structure Min. (HU / ED) Max. (HU /ED) Mean (HU / ED) Median (HU / ED) 5D (HU f ED) Volume (cm'?)
1 v - -1020/0.013 | 85/ 1.066 | 615 /0.336 | 742 /0.244 | 318/0.319 | 18.283 |

«dick to add a new row>

Structures ax

View: Contoured || All | Layers

-

Name Color  Visihle Volume (em®) Type Force ED Fill ED Relative ED  Show 2D Qutlines 2D Transparency 3D Transparency
carina [} 5.820 [Internal - E ]

esophagus I ¥ 26.012|Internal - E (] @ "
great vessels I O 208.354 Internal [ (]

heart I v 325.646 Internal & [l @ I
left lung I ~ 3260.664 |[Internal - =] = 0 5
left mainstem bronchus N [ 8.056 Internal - =] =

LL_CTV | 7.470 [Internal ~ ~ [ =] T 9
LL_PTV Ed 18.288 |Internal - Ed ] 0.387 o ]
patient 5] 23559.988 [External  ~ E ]

O tilar FTVAR = 18 251 [Tmbarmal | = =
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« 3XY5
Calculation property D2

« 3X6

Sequencing parameterD &2
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N
BA97 OARMDFHEFADERFBZIERRT

Auto Margin

LeftLung+2cm — Structure Combinaion|Z {5
LLPTV+2cm —50%® ¢ = D 574 (= 58 F

Structure Combination
ChestWall2cm = LeftLung+2cm - LeftLung
TotalLung-LL_PTV = Lefttung + RtLung - LL PTV
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2498 IMRT ConstraintZi&E9 5

Target: LL PTV
OAR: Patient

IMRT Constraints

4 L | Pareto |Constrained || IMRT Parameters

Cost Function

=x

Manual Weight Reference Doze (cGy)

Multicriterial Isocons traint  Isoeffect

1 = | Target Penalty | 5651.2
Quadratic Overdose = 17.4
1 = | Conformality [ 0.45
Quadratic Overdose = 0.1

<dick to add a new structure

o« BIENTA—FEHRATAF6E~FSEIZCFEEMLELLD

« ConformalitylZDWTIEB/NSA—FERRASMF20F%

9 1 | Focus where it matters
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DCATEE

(Dynamic Conformal Arc Therapy)




DCAT=H

Patient ID: LeftLungSBRTTRN
Delivery: Dyn.Conformal Arc
Treatment Orientation: Head First
Treatment Unit :VersaHD

Algorithm: Monte carlo

Energy:6.0 MV

Isocenter Location:Center of LL PTV

Prescription:54 Gy /3 fr

Gantry Start 340 Arc200 Inc20 | REHFIIRAS1F86-87%
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DCAT=H

DCATIZAIN—R TS5 =25 TT,
—ND1=&.IMRT ConstraintsDEBENNEIZLEYET,

RIERHELRTE

MTarget —Target Penalty or Target EUD 5 #HEED AN
@Target —Quadratic Overdose ®ABEE~DFHIF
®@Patient—Conformality or Quadratic Overdose

@ (B +1=-L\OARM $H B1HE) OAR—Properties—Avoidance
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TR

A1 ,
New PlanZ{ERL 9 %

BRD2
PrescriptionZz Af1%

X3
Beambs’éﬁﬁﬁ'd'é

R4 -
IMRT Constraints#s%E 9 3

AR5

Calculation property D g2

R2R6

Sequencing parameterDfEE

95 | Focus where it matters
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Sequencing Parameters: DCAT

- Constant Dose Rate

Frv49HY — Dose Rateld—75E

FryI#EL — Dose Ratel¥Z{td 5
(Variable Dose Rate)

- Segment Shape Optimization

BEIEFIvIEONTEAR

e

-
Sequencing Parameters: Dyn. Conformal Arc ﬁ

ﬁ Constant Dose Rate

/| Segment Shape Optimization

Pilot Beamlets

Selecting S50 will result in changes to the apertures
defined by DCAT.

QK [ Cancel ]

IR APEX(AMFFmicroMLC) ZRAW=ETEIDZ S X, SSODFvo(Tst

LTESLY,
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BRJ7 IMRTRGINGA—EDEEET D

Target Margin, Avoidance Margin (Fi/\SA—2EBH XS5/ +36-37F S )

IMRT Constraints IRT Pr
4+ L | Pareto |Eun5tlained|| IMRT Parameters ] S 5
Use with Clear option.
Structure Cost Function
Auto Flash Margin (cm): 0.20
L _FTv ~ | Target Penalty o (an)
| Quadratic Overdos Sriace Mevon fom): 0.30
[] |patient ~ | Conformality
Quadratic Overdogl|  Beamlet Width (cm): 0.30
{
|l Target Margin: Normal (3mm) -

|| Avoidance Margin: Narrow 3-4mm

"

| BesConubuton: - Tight 2mm
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8 X2 : Structure Optimization Properties

OARIZ[XCost Function® X HYIZAvoidanceZ £,
IMRT ConstraintsIZxf R DEgEz &ML . BH') v —Properties

Structure Optimization Properties

Clear all voxels below the Minimum CT number: 200
(Used for creating structure volumes.)

Display Total Volume DVH

[ Auto Flash (cm): 0.20

Do Mot Store Dose

AvoidancelZFxwv%
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VMATREQ FE

« Patient ID: GynecologyTRN2

* Delivery:VMAT

« Select template to import: DEFAULTVMAT
« Treatment Orientation: Head First

* Treatment Unit : VersaHD
 Algorithm:Monte Carlo

 Energy:10 MV

* |socenter Location:Center of PTV
* Prescription:5040cGy/28Fr.

* Gantry Start 180 Arc360 Inc30
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75> @5

Global Dmax

PTV D50%
D98%

D95%

D2%

OL_PTV_Bowel Dmax
Rectum V40Gy
V50Gy

Dmax

Bladder V45Gy
Dmax

Bowel Bag V40Gy
Pelvic Bones V10Gy
V40Gy

Femoral Joint V30Gy

10 1 | Focus where it matters

B1R
<60.48Gy(120%)

50.40Gy (100%)
>45.36Gy(90%) >42.84Gy(85%)
>47.88Gy(95%) >45.36Gy(90%)
<55.44Gy(110%) <57.96Gy(115%)
<52.92Gy(105%) <55.44Gy(110%)

<80% <95%
<40% <60%
<55.44Gy(110%) <60.48Gy(120%)
<50% <70%
<55.44Gy(110%) <60.48Gy(120%)
<40% <50%
<85% <95%
<30% <50%
<40% <60%
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« AXJ4
Calculation property D2

« 3RY5

Sequencing parameterD &2
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. $ 09090
BAAX6 IMRT Constraintss%E9 5

Target: PTV
OAR: Patient

IMRT Constraints

I * | Pareto .Eunstrai.neg IMET Parameters

Structure

Cost Function

Enabled

Status

Manual Weight Reference Dose (cGy)  Multicriterial Isoconstraint

PV = | Quadratic Overdose on [ 0.17 5140.0 100.0

Target ELUD on [l 1.00 5040.0

Il [ECDY = | Quadratic Overdose on O] 0.02 2040.0 [ 2.0
<dick to add a new structure =

Structures  Prescription Beams | IMRT Constraints | Dose Reference Points

o BHENTA—AFEHRSFA6EFE~ESEICCFEEMLELELD
« LayerDfERZLELELD
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B[AXH7 IMRT ConstraintsZ#m$Ed 5

IMPRET Constraints

Pareto .Eunstrai.neg IMRT Parameters

Structure Cost Function Enabled Status Manual Weight Reference Dose (cGy)  Multicriterial Isoconstraint
Py - | Quadratic Overdose on 0 0,21 5140.0 100,10
Target ELID On 0 1.00 5040.0

[ |PelvicBones - | Parallel On [ 10,58 1000.0 =l 81.00
Farallel On [ 0.89 4000.0 [ 30.00

[ Rectum ~ | Parallel on [ 0.91 5000.0 &} 40,00
Quadratic Overdose on = 0.01 5444.0 ] 2.0

B |OL_FTV_Bowel - | Quadratic Overdose on 0 0.15 5192.0 [l 2.0
[ |[Bowel Bag ~ | Parallel On = 0.01 4000.0 [l 38.00
Quadratic Overdose On 0 0.15 2520.0 El 2.0

Quadratic Overdose On [ 0.04 4000.0 [ 2.0

[]/Bladder = | Quadratic Overdoze on & 0.01 5444.0 [ 2.0
= Booy - | Quadratic Overdose an 0 Q.01 5040.0 [ 2.0
Quadratic Overdose on [ 0.02 4000.0 ] 2.0

Structures Prescription Beams | IMRT Constraints | Dose Reference Points

BHENTGA—FEHRTIAN6E~ZSEIZCFEEMLELELD

104 | Focus where it matters O ElektCI



